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There are essentially two minor changes worth commenting on. First, in response to the 
Examiner's indefiniteness rejection, the phrase "can bind" has been changed to "binds" in 
pending claims 48, 50, 57, 60, 61, 62, and 65, formerly numbered respectively as claims 25, 27, 
34, 37, 38, 40, and 44. Second, former claim 41 has been deleted. Otherwise, there are no 
substantive claim changes and the scope of the existing changes do not require a new search. 
(Applicants note that although the redlined document seems to indicate SEQ ID NO: 2, careful 
observation of the various SEQ ID NO; 2's in the claims reveal that they have not been 
changed. There are a few minor informalities, e.g. glycopolypeptide is misspelled in claim 57, 
which applicants will correct in a subsequent amendment.) 

Therefore, as the claims were already searched and acted upon in the final Office 
Action, dated January 15, 2002, the Examiner cannot demonstrate that searching the claims 
would be a burden. 

There is only one claimed sequence 

As previously noted in applicants' response with traverse dated October 29, 2001, the 
only sequence identification number recited in the claims is SEQ ID NO 2. Therefore, even if 
the Examiner were to search the claims a second time, no argument exists that more than one 
sequence is present, and therefore, the search is not burdensome. 

The Examiner has Admitted the Classification for All Claims is Identical 

The Examiner has admitted that all groups can be searched within the same classes and 
subclasses: 530/322 and 530/395. Furthermore, the Examiner's claim that Groups II and III do 
not require a carbohydrate component is misguided. All of the claims of these Groups recite a 
glycopolypeptide, which by definition is a glycosylated peptide, i.e. a carbohydrate-peptide 
molecule. Again, the Examiner has failed to present factual evidence of a proper restriction, and 
applicants request withdrawal of the restriction requirement between Groups 1, 11, and III. 
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1 '^'i , ^ririP of 65kd to lOOkd that comprises 

3„„.i.a.e.,40r..o60./.ca*o^^W-^^ ^^^^^^ 
3p^zc« at least 10 tm.es as stio,* =s an e, 

^^,,S^^es,,copo,.eP«aeaccota.S»^U^l^^-=^- 
' ^i^iypeptideisexpresseabyah^tntanovanancentae. 

A tmified reeombinant glycopolypeptide havinB 

.etween^l ^"'-^-"^."•'^r^. equivalent »olaran.o.mt of 
.^anspent^to^atleas. 10t»n« ^ ^^^^^ sequence that is »orc 
, .o.seZP3.«.ere.t.ea^.vep<^o„^^^^ 

a serine that coiresponds to position 344 of tlte n 

. .jvcopolypeptide according to claim [»,lSfi. 

ia^l(l*-^l!i^f*-^»^f3':^„=11^345ofSEQn>NO:2wher* 
^i,,gase,nencefton,pos.t.„n3 Oto^s.^^^ ^^^^^ 

leas. one anino acid at aposiuon -l'^'* " ^ ' q^,,,, 00339; 0)34U 
,,.0Uc)323Ud>32..(e)3.S.(03^««^ 
(m)342 and (n)345 is substitated wtale preservmg 
glycosyUtionpattemoftheglycopolypeptide. 

_a^lThe elycopolypeptide according to cWm [*J,)50. 
^hcteinthe amino acidse,u«Kcof the acUveporn 
wiftSEQlDN0:2. 

.^^.^Ti^giyc^Po.ypeP---^-'-''^^'-'"^"™™"" 

300 amino acids. 

,^,^T.egly«^.ypeP-according.cUiml«.^-ving.>e.«een41^ 

200 amino acids. 
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r-^3»- 155, fN ew) T he glycopolypeptide according to claim [38^151. having between 41 and 
100 amino acids. 

r-^156. (New) The glycopolypeptide according to claim [38^151. having between 41 and 
65 amino acids. 

[34r-]([0»ee]Newl [Amended) ] A pmified recombinant glycopolypeptide of 65kd to 
lOOkd that comprises 40% to 60% carbohydrate by weight and that Fcan bind lbinds 
human spermatozoa at least 10 times as strong as an equivalent molar amoimt of 
mouse ZP3, wherein the [ clycQpolypcptidc l glvcopoIopeDtide is obtainable by a 
process comprising the steps of: 

[ Jtransducing a cell fix)m a himian ovarian cell line with a 

polynucleotide that encodes a polypeptide comprising a sequence that is 
more than 54% homologous with SEQ ID NO: 2; 
0») [ ^ ]establishing a stable-transfected cell culture for producing the 

glycopolypeptide; and 
(c) [ (e> jisolating the glycopolypeptide from the cell culture. 

r-3S»-T^.^ New) The purified glycopolypeptide of claim [34157 wherein the ovarian cell line 
of step (a) is selected from the group consisting of PA-1, EB2, CaoV-3, r€aeV 1Cao 
V-[4,14 OVCAR-3, [SItW]SKOV-3, and SW 626. 

[36.-]([Tw4€e]Newl [ ^\mendcd) ]The purified glycopolypeptide of claim [34.157, 
wherein the polynucleotide of step (a) encodes a polypeptide comprising a sequence 
fix>m position 3 1 0 to position 345 of SEQ ID NO: 2 wherein at least one amino acid 
has been altered while preserving the human-species specific glycosylation of the 
glycopolypeptide. 




[37^](pPwiee]Newl [ Amended) ] A purified glycopolypeptide that comprises 
carbohydrate and that [can bind lbinds human spermatozoa at least 10 times as strong 
as an equivalent molar amount of mouse ZP3, wherein the amino acid sequence of the 
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glycopolypeptide comprises a sequence from position 310 to position 345 of SEQ ID 
NO: 2 wherein at least one amino acid has heen altered while preserving the human- 
species specific glycosylation of the glycopolypeptide. 

61. [ 3&n-]( [Tmco i\monde 4]New) A glycopolypeptide that [ can bind l binds human 

spermato2x>a at least 10 times as strong as an equivalent molar amount of mouse ZP3 
wherein the polypeptide portion of the glycopolypeptide is smaller than 25kd and 
includes a core region having a sequence shown in SEQ ID NO: 2 wherein at least 
one amino acid has been altered while preserving the hiunan-species specific 
glycosylation of the glycopolypeptide. 

62, r40r-l(f Oncc Amcnde AINew) A glycopolypeptide having a polypeptide portion that is 
smaller than lOkd and which f can bind l binds human spermatozoa with greater 
affinity than mouse spermatozoa, wherein the glycoprotein has a sequence comprising 
sequence position numbers 337 to 348 of SEQ ID NO: 2. 

[ 4jT The glycopolypeptido of claim 40^ wherein one or more amino acids ap- 

positions 337^ 339; 311; 312 and 315 arc substituted with mot; iso; met; thr; asn; and lys 
r es pectivelyt] 

[ Air A163. (Newl a purified recombinant glycopolypeptide of 65kd to 1 OOkd that 

comprises approximately 40% to 60% carbohydrate by weight and that can stimulate 
the acrosome reaction of human spermatozoa when co-present with the spermatozoa 
at a concentration of less than 1 r«glug/ml for a time period of less than one hour. 

r-43T- 164. (New) T he glycopolypeptide according to claim [42 ^163^ wherein the 
glycopolypeptide is expressed by a hiraian ovarian cell line.[-] 

[-44r]65. (I Tmcc x\mondcd 1 New) A purified glycopolypeptide of 65kd to 1 OOkd that 
[ can bind] binds human spermatozoa at a glycopolypeptide concentration below 1 
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. ^flon wito on= hom -*on binding, wh=-m 

saidglyoopolypep«de'o'"P'^»" .SE0IDN02-. 
h^ologou.».hefollo«ing.e^«SEQIDN 




^^^^^..decon^sing— 
^oa.idtot[«.»*»*lb!B4ita» .I,^,^ei»«ionwithinoneho»r 

„ponbinding,«her»n«.4gly-P^^^ 

,,,«.54%hon>o,og<»._».;«^o';^^2J«««,^^ 




[ 
[ 



m^SS^^^^^^^^^^^^^^^^^^^ carboxyl tennmus of said amino 
glycopolypepnde comptises an 

„a>efoUo«i«gs«i>'™>'S«'"'*'- 

_ - M« A.1«- 
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alMetSerGlnTrpSerArgSerValSer. 

r-47 >168. (F Twicc Amcndcd INew') The glycoprotein of claim [45,]66i wherein the 
glycoprotein comprises the follcvdng amino acid sequence SEQ ID NO 2: 
[ ScrTrpPhoPro>^alClnClyProAl«u\spIlcQ^sGlnCyBC3^ S x\snLysGlyi\spCyBGlyThrPro] 
[ ScrHis S cn\rgi\rgClnProHisValRlcti5crGlnTrpScrArgS cr^^uliSor. ] 

SerTrpPheProValGlnGlvProAlaAspIleCvsGliiCvsCvsAs 

NLvsGlvAspCvsGlvThrProSerHisSerArgArgGlnProHisV 

alMetSerGlnTrpSerArgSerValSer. 



002.857548.1 



5 



